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Current environment

e Datais
0 Hard tofind

0 Hard to understand
0 Hard toreconcile

0 Hard to analyze

Scientists waste time
and energy doing
data management.
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User tasks
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What isour ideal environment?

A single location that provides effective accessto a
consistent view of data from many sour ces through
an intuitive and useful interface.

Businesses use data
war ehouses
to accomplish this.

Now that | havethe
datal need, | can....

(

-
\4

User task
User Transform Map  Parse Access
applications data format Similar  input data

concepts

ose

L




s — 2 repository that
Data
Warehouse
collection of data
ver heter ogeneous

Data war ehouses
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0 possibly change data for mat
S
Data
Warehouse
O storesaconsistent view of
0 transform data from source
eee format to warehouse format

Data war ehouses
to meet user expectations
NMediator | datain alocal repository
O read data from sourceinto

a a J o Interfaces
;. ; ; 0 provideintuitive accessto
d d d the data
o Warehouse
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/ o Mediator
internal representation
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Warehousesdon’t work in dynamic domains

Mediator

/When schemata are\
modified,
Or New sources are
added,
wrappersand

Wrapper
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Extensive use of
meta-data can
_ dramatically reduce
API} e maintenance costs.
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The DataFoundry appr oach:
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Sour ces
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War ehouse

Meta-Data
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Four types of meta-data are required
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Generating the mediators
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Thetrandation library and mediator classare
used by the wrapper
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Results:

Integrating SCoP into war ehouse that alr eady
contains PDB and SWISS-PROT.

Activity/ integration style | manual | meta-data | diff | %diff
under standing SCOP 20 20 0.0 0
writing wrapper 4.5 25 20 | 44%
modifying schema 0.5 0.5 0.0 0
writing mediator 4.0 0.0 4.0
modifying meta-data 0.0 1.0 2.0)| ---
total timein days 11.0 6.0 50 | 45%
_cuse L

I mproving Data Access

Scientists need
o Better accessto the data /By extending our\
ocombine data from meta-data
multiple sour ces .
Dannotate data repr@entatlpg, We
operform complex queries can provide
power ful,

o Better functionality :
gcustomized notification customizable access

messages K to data. /

Dintegrated interface to tools
Opersonalized responsesto queries
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DataFoundry’s meta-data driven interface
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DataFoundry’s meta-data driven interface

3 Genome Page - Netscape [_[O]x]
File Edt Wiew Go Commuricator Help
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Query: 644 VGGGDRWCWHL L DKEAKVRLSSPCFKDGTGNPIP 677
. +GGG WW+ D+ + F G+GNPP
Src Name | score | e-val | organism Sbjct: 231 IGGGTNWGWYAY DPKLNL------FYY GSGNPAP 258

SP P29728 1514|0.0 |Human
SP P29081 362 |1e-99 [ Mouse
SP P04820 358 |2e-98 [ Human

dbEST| zI85d08.r1 294 |3e-78 |Homo sapi

PDB 4AAH 28 25  Methylop

PDB |1ZAP 28 33 | Candidag —
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Beyond fully integrated data

e Thereareover 500
genomics data sour ces
available on the web.

o Scientists want as much
relevant infor mation as
possible.

 Integrating data from all of
these sour cesisimpossible.

Semantically integrating critical data sour ces,
and providing basic accessto others, offersthe
best possible solution.

Summary

Scientists need intuitive access to data from both
internal and external sites.

0 integrated data 0 non-integrated data
pallows complex queries oallows mor e sites
niseasier to understand oismoreflexible

olimitsthe number of sites oisharder to query
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Conclusions

o Meta-data providesaway to

reduce the cost of integrating new sour ces

reduce the cost of accessing non-integrated sour ces
provide a powerful, and intuitive, query mechanism

0
0
0
O customizetheuser interface

DataFoundry is building on its meta-data based
infrastructureto develop a scalable, flexible, and
useable system.
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